
PRELIMINARY SCIENTIFIC WORK PROGRAMME

INPAS
YEAR 4YEAR 3YEAR 2YEAR 1

4.5. Polyamine metabolim in relevant crops and trees

4.4. Cross-talks with signallins pathways

4.3. Mutans and transgenics

4.2. Interspecific genetic and metabolic variability

4.1. Molecular and metabolic markers

WG4: POLYAMINE METABOLIC PATHWAY

3.5. Proteins with chaperone functions

3.4. Regulation by kinases and transcription factors   

3.3. Methionine metabolic network

3.2. Cross-talk between responses

3.1. Control of proline accumulation

WG3: PRODUCTION OF OSMOPROTECTANTS

2.7. New genetic tools for T. halophyla

2.6. Interspecific genetic and metabolic variability

2.5. ABA - hypersensitive mutants   

2.4. New signalling factors   

2.3. Chromatin remodeling complexes   

2.2. Cross-talk between signalling pathways

2.1. Development of novel genetic approaches

WG2: IDENTIFICATION OF SIGNALLING FACTORS

1.7. Development of systems biology

1.6. Regulation of specific responses

1.5. SnRk1/2 regulatory interactions

1.4. Identification of kinase substrates   

1.3. Development of novel genetic technologies   

1.2. Identification of regulatory targets   

1.1. Regulatory roles of SnRk1/2 kinases   

WG1: CHARACTERIZATION OF PROTEIN KINASES

YEAR 4YEAR 3YEAR 2YEAR 1
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INPAS ORGANIZATION AND TIMETABLE

INPAS


